Analyzing Mitochondrial DNA
in New World Monkeys

By :Mai Abdelal

Mentor : Dr. Todd Disotell
Co-Mentor : Christina Bergey
New York University



Focus Points

Bioinformatics
New World Monkeys
Python Script

Human Genome



Focus Points

Bioinformatics
New World Monkeys
Python Script

Human Genome



Goals/Purpose

To find region of Mitochondrial DNA with most variation.

Learn how to use python script to create programs that
compare base pairs and add up the differences.

At the end of the summer, us five interns will integrate
our work.



Background Information

Bioinformatics is the use of computer science,
mathematics, and information theory to model

and analyze biological systems, especially
systems involving genetic material.



New World monkeys are limited to tropical forest
environments of southern Mexico, Central, and
South America.
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What is mitochondrial DNA?

Mitochondria are structures
within cells that convert the
energy from food into a form
that cells can use. Although
most DNA Is packaged in
chromosomes within the
nucleus, mitochondria also
have a small amount of their
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Powerful Object-Oriented Programming

Learning
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Python Script

Python is a dynamic object-oriented programming
language that can be used for many kinds of
software development. Linux/Unix



#! /usr/bin/python

spotHolder =0

count = 0

while spotHolder < len(bigfoot) :

bpl = bigfoot[spotHolder]
bp2= chimp[spotHolder]

if bpl !=bp2:
count =count + 1
print bpl + "" + bp2 + "Mismatch at bp" + str(spotHolder + 1) + "!"
else:
print bpl +"." + bp2
spotHolder = spotHolder+ 1
print "Number of mismatches: " + str(count)
length = len(bigfoot)
numMatches = length - count
percentMatch = float(numMatches) / float(length)



Examples Of Comparing
Mitochondrial DNA

Cebus_albifrons
GTGGCAACACCAGCTCAACTAGGCCTACAAAACGCTACATCCCCCATT

Aotus_lemurinus
ATGGCAACACCAGCTCAACTAGGCCTACAAAACGCTACGTCTCCITATT
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